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Non-small cell lung cancer (NSCLC) remains the leading cause of cancer-related
mortality worldwide. The discovery of epidermal growth factor receptor (EGFR) mutations has
revolutionized lung cancer management through precision medicine, significantly improving
patient survival and quality of life. This study aimed to determine the prevalence of EGFR
mutations among NSCLC patients at Maharaj Nakhon Si Thammarat Hospital and to identify
associated clinical factors. A retrospective analysis was conducted in 359 NSCLC patients who
underwent EGFR mutation testing using the Idylla system between 2022 and 2024.
Associations between EGFR mutation status and demographic or pathological variables (age,
gender, histologic subtype, and specimen type) were analyzed using the chi-square test, t-
test, and binary logistic regression.

Results showed that 132 patients (36.77%) harbored EGFR mutations. The most
frequent mutation subtypes were exon 19 deletions (55.30%) and L858R point mutations
(30.30%). Adenocarcinoma was strongly associated with EGFR mutation positivity compared
with squamous cell carcinoma (p-value < 0.001), while no significant association was observed
for age or specimen type. The prevalence of EGFR mutations in this Thai cohort was
consistent with findings from other Asian populations, indicating a relatively high mutation
frequency.

These findings underscore the importance of routine EGFR mutation screening in all
NSCLC patients to optimize targeted therapy with EGFR-tyrosine kinase inhibitors (EGFR-TKIs),
which offer superior efficacy and fewer adverse effects compared to conventional

chemotherapy.
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Table 1 Frequency, Percentage, Mean, and Standard Deviation of the Participants Classified
by Personal Factors (n = 359)

Factors n %
Gender

Male 207 57.66

Female 152 42.34
Age

< 40 years old 8 2.23

41 - 50 years old 33 9.19

51 - 60 years old 86 23.96

61 - 70 years old 132 36.77

71 - 80 years old 74 20.61

> 80 years old 26 7.24

Mean = 63.95, S.D. 11.28, Min = 22, Max = 92

Cancer
Adenocarcinoma 303 84.40
Squamous Cell Carcinoma 34 9.47
Non-small Cell Carcinoma, NOS 9 2.51
Poorly Differentiated Carcinoma 9 2.51
Adenosquamous Carcinoma 3 0.84
Positive for malignant cell 1 0.28
Specimen
Lung tissue 238 66.30
Pleura / Pleural fluid 62 17.27

Lymph node 40 11.14 \
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Factors n %

Other organs 15 4.18

Unclassified 4 1.11
Mutation

No 227 63.23

Yes 132 36.77

Mutation Type

Exon 19 Deletion 73 55.30
L858R 40 30.30
Exon 20 Insertion 6 4.55
L858R, T790M 3 2.27
L861Q 3 2.27
Exon 19 Deletion, T7T90M 2 1.52
GT19A/C/S, ST68I 2 1.52
T790M 1 0.76
L858R, Exon 19 Deletion 1 0.76
S768l 1 0.76
EGFR Gene Mutation in NSCLC Patients Types of EGFR Gene Mutations in NSCLC

Other
14.4%

Mutations
36.8%

Exon 19 Deletion

LB5ER 35.3%

Mo Mutations
63.2%

Fig.1 EGFR Gene Mutation in NSCLC Ratio and Types of EGFR Gene Mutations in NSCLC Ratio
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Table 2 Association Between Personal Factors and EGFR Mutation Status Among the Sample

(n = 359)
Total EGFR Mutation No Mutation
Factor p-value
n (%) n (%) n (%)
Gender (n, %) 359 132 227 #<0.001**
Male 207 (57.66%) 49 (37.12%) 158 (69.60%)
Female 152 (42.34%) 83 (62.88%) 69 (30.40%)
Age Group (n, %) 40.957
< 40 years old 8 (2.23) 2 (1.52%) 6 (2.64%)
41 - 50 years old 33 (9.19%) 11 (8.33%) 22 (9.69%)
51 - 60 years old 86 (23.96%) 34 (25.76%) 52 (22.91%)
61 - 70 years old 132 (36.77%) 47 (35.61%) 85 (37.44%)
71 - 80 years old 74 (20.61%) 28 (21.21%) 46 (20.26%)
> 80 years old 26 (7.24%) 10 (7.58%) 16 (7.05%)
Age (Mean + SD) 63.95£11.28 64.31+10.51 63.74+£11.72 €0.645
Cancer (n, %) °<0.001**
Adenocarcinoma 303 (84.40%) 129 (97.73%) 174 (76.65%)
NSCLC / NOS 21 (5.85%) 2 (1.52%) 19 (8.37%)
Malignant Cell 1 (0.28%) 0 (0.00%) 1 (0.44%)
Squamous Cell 34 (9.47%) 1(0.76%) 33 (14.54%)
Specimen Group (n, %) °0.138

Lung & Pleura
Lymph Node
Other+Unclassified

300 (83.57%)
40 (11.14%)
19 (5.29%)

115 (87.12%)
14 (10.61%)
3(2.27%)

185 (81.50%)
26 (11.45%)
16 (7.05%)

*p - value <0.05 , ** p - value <0.01

° = Chi-Square, ° = Fisher’s Exact, © = Independent Samples Test
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Table 3 Association Between Personal Factors and EGFR Mutation in NSCLC Patients Using

Binary Logistic Regression (n = 359)

95% ClI for Exp(B)

Factor B S.E. Wald Sig. Exp(B)
Lower Upper
Gender (Female) 1.157 .245 22397  <.001 3.182 1.970 5.139
Age Group 1.176 0.879
< 40 years old Reference
41 - 50 years old 0.256 0.967 0.070 0.791 1.292 0.194 8.595
51 - 60 years old 0.743 0.917 0.657 0.418 2.103 0.348 12.687
61 -70 years old 0.489 0.906 0.292 0.589 1.631 0.276 9.622
71 - 80 years old 0.554 0.923 0.360 0.548 1.740 0.285 10.633

> 80 years old 0.364 0.986 0.136 0.712 1.439 0.208 9.940
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95% Cl for Exp(B)

Factor B S.E. Wald Sig. Exp(B)
Lower Upper

Cancer (n, %) 11.683  0.009"

Adenocarcinoma Reference

Squamous Cell -2.952 1.030 8.218 0.004 0.052 0.007 0.393

NSCLC / NOS -1.473 0.769 3.669 0.055 0.229 0.051 1.035

Malignant Cell -19.860 - - 1.000 - - -
Specimen Group (n, %) 1.908 0.385

Lung & Pleura Reference

Lymph Node -0.156 0.383 0.166 0.684 0.856 0.404 1.814

Other + Unclassified -0.918 0.680 1.827 0.177 0.399 0.105 1.512

* p - value <0.05, ** p - value <0.01
Malignant cell fd1uusiegtosuin Jsldamisauszanuniduuszanslaograaiosluluudiass logistic

regression
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ns@nwniiifnguszasd il esziduninugnuesnisnatewusvesdu Epidermal Growth
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wAALAN (NSCLO) Mdn3umssne al lsmenunamsuuasAssssusy seminel wa. 2565 - 2567
NNNEuFI0EMEA 359 918 wuirdinisnatewugvesdu EGFR S1uru 132 518 Andufesas
36.77 lagwilnvesnisnatewusAnuuniiaede Exon 19 Deletion (55.30%) way L858R Point
Mutation (30.30%) msiasgsidadeiifianuduiusfunisnateiusnuin imevda fanudusius
AunsianIsnatenugvedu EGFR ageldudiAnyn1eaia (p-value < 0.001) lawdilonialin
n1snatewugINNIMNAYI8UTEUI0 3.18 11 (aOR = 3.182, 95% Cl: 1.970-5.139) drutlasudu

o saa o o

lawn 918 way viadaed197densa lunuanuduiusidded dgnieada vasivdavoueiss

o w

(Histologic Type) wuinfimuduiusedadidedAny InedUisuzisia Adenocarcinoma {803
msnunsnaneuggeiign wazuzidsuia Squamous Cell Carcinoma flenatfnnisnanesugsn
pg9lltbd1Ag19EdA (p-value = 0.009)
AUYNUATNINIINVBINTINANERUTVRIEY EGFR Tugag NSCLC
Han153TekansliiuIInugnueInIsnatewus vesdu EGFR lunguiUisuziialen
vila NSCLC woais1AaUszanal 36.8% (132 910 359 $19) FeaeandesiunsnuluedonyTueen

Bedld wazgendnnnulungudseuinsegiunned1afidedAn @' vuddessauuiunufseanui

gUAN13aive3du EGFR mutation TunziSsenviln adenocarcinoma ag#uszuns 50-60% Tu

(11

) dnsadluiede
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HasnadasiunsAnwszaulaninuaiuyniade 32-38% vee NSCLC Miaviun (Hesiunnvilngas)

[y

lnaiadunyJusanidndiugeninglsvegiausiudn wu u ~38% Wewleuiuglsuninuiies ~14%©
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Y 1
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AnevuaussiosIngs EGFR-TK 147 Insassviinfinutesiignfe Exon 19 deletion way Exon 21
L858R point mutation 4¢lunguetag EGFR-mutant 184131 Antdudszanal 60.9% uag 38.7%
aud1iu® dndrudaenndestuwuiliuainauidedu q #9471 Exon 19 deletion uaz L858R

WJuaeswiliandnuesdu EGFR mutation 531 uUszunns 80-90% 04MnNnsdifinganunisnaly
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Fenedethenguiliilonianauausinsiesn targeted therapy 8819 EGFR-TKI suivitlauazaes 1y

1) Feo¥
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918 31nuan1s3deluasllaladiauduiusegrsldeddydvaniugnisnaeiugvesdu

EGFR (p-value = 0.879 911 LR test) ofiansansiuiuladedu nande lifivwenglaiinunisnaie

v
A

Wu&J’]ﬂﬂi@u@Sﬂ’ﬂUﬂW@ﬂ’N“ﬂ@Lﬁ]u %Qﬂ@@ﬂﬁ@ﬂﬂUU’]\N?U’Jﬁ]EJWN‘U’iuL‘V]?W]‘U’J’l @’lﬂim%ﬁh%ﬂﬂﬂ%ﬂ?i
mmmiﬂmawuqmawu EGFR ‘Vlﬂj(ﬂLﬁ]u L LLu’]‘Vl’]\‘lIZ\JL%EJ’J“U']QJJW]U&JSLﬁﬂﬂ@ﬂiﬂﬂﬂiﬁﬂ@’]q ﬁi%u’j’]ﬂ’]iﬂ?i
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